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摘要：

Normalization of microarray data  is a vital important step in analyze the generated raw data by eliminating or reduce the effects which arise from variation in the technology rather than from biological differences between the RNA samples or between the printed probes.
We have worked with USDA National Center for Agriculture Utilization Research (ARS) on developing external RNA controls for quantitative gene expression analysis on both microarray and Real time quantitative reverse transcription polymerase chain reaction (qRT-PCR) platforms. This talk will briefly present our work.
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