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摘要：
Systems biology is a mathematical and computational approach to study bio-molecular interactions. Various control engineering problems are naturally appeared but the dynamics is very different from any engineering systems. There are mainly two different approaches to this challenging problem, namely, top-down and bottom-up. For small size networks, stochastic noise, which is inherent in biomolecular interactions, could be included in the deterministic modelling. The stability analysis will be, then, tranformed into the nyquist stability criterion. For large size networks, among several analysis measures, modularity is one of the important properties. However, most of large-scale networks are not complete but samples of unknown full networks. Hence, the robustness test of modulairy analysis is vital. We present a numerically efficient algorithm for estimating the worst perturbation.
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