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摘要：
Non-coding (nc) RNAs are important and ubiquitous players in gene regulation across all kingdoms, and exhibit a broad range of functions, raising exciting questions to an interdisciplinary community. We have performed a genome wide computational prediction of ncRNAs and their putative targets in Enterococcus faecalis, a commensal but opportunistic bacteria and major nosocomial pathogen. 45 selected loci were assessed experimentally using a newly developed method which allows us to verify the presence of a given transcript, while at the same time discerning primary from processed ones. We have discovered 29 novel ncRNAs, 10 putative novel mRNAs, and 16 antisense organizations. This is joint work with the group of F Repoila (INRA, France), Fouquier d'Hérouel A et al, Nucleic Acids Res. 2011 Jan 25.
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